Serial, No: 09/926, 820 
Group No. 1653 /Conf. No. 
Page 1 of 4 
Replacement Sheets 



8031 



1/4 




Frame 2 M K I A 







ATG 


CAT 


GGA 
10 


GTG 


GAC 


CTG 
19 


TAG 


GCG 


ACT 
28 


TGC 


ATC 


GTC 
37 


TTC 


AAC 


ATG 
46 


AAG 


ATA 


GCC 
55 

HF < 


T 


V 


S 


V 


L 


L 


P 


It 


A 


L 


C 


Li 


I 


Q 


D 


A 


A 


S 


1 K 


N 


ACA 


GTG 


TCA 
64 


GTG 


CTT 


CTG 
73 


CCC 


TTG 


GCT 
82 


CTT 


TGC 


CTC 
91 


ATA 


CAA 


GAT 
100 


GCT 


GCC 


AGT 
109 


AAG 


AAT 












Repeat 
* 


1 
























# 


E 


D 


Q 


E 


M 


C 


H 


E 


F 


Q 


A 


F 


M 


K 


N 




K 


L 


F 


C 


GAA 


GAT 


CAG 
124 


GAA 


ATG 


TGC 
133 


CAT 


GAA 


TTT 
142 


CAG 


GCA 


151 


ATG 


AAA 


AAT 
160 


GGA 


AAA 


CTG 
169 


TTC 
# 


TGT 


P 


Q 


D 


K 


K 


F 


F 


Q 


S 


L 


D 


G 


I 


M 


F 


I 


N 


K 


C 


A 


CCC 


CAG 


GAT 
184 


AAG 


AAA 


TTT 
193 


TTT 


CAA 


AGT 
202 


CTT 


GAT 


GGA 
211 


ATA 


ATG 


TTC 
220 


ATC 


AAT 


AAA 
229 


TGT 


GCC 




# 
















HF 6479 < 1 
















T 


C 


K 


M 


I 


L 


E 


K 


E 


A 


K 


S 


Q | 


K 


R 


A 


R 


H 


L 


A 


ACG 


TGC 


AAA 
244 


ATG 


ATA 


CTG 
253 


GAA 


AAA 


GAA 
262 


GCA 


AAA 


TCA 
271 


CAG 


AAG 


AGG 
280 


GCC 


AGG 


CAT 
289 


TTA 


GCA 


























typical 
* 


Kazal domain 1 






R 


A 


P 


K 


A 


T 


A 


P 


T 


E 


L 


N 


c 


D 


D 


F 


K 


K 


G 


E 


AGA 


GCT 


CCC 
304 


AAG 


GCT 


ACT 
313 


GCC 
# 


CCA 


ACA 

322 


GAG 


CTG 


AAT 
331 


TGT 


GAT 


GAT 
340 
+ 


TTT 


AAA 


AAA 
349 


GGA 


GAA 


R 


D 


G 


D 


F 


I 


C 


P 


D 


Y 


Y 


E 


A 


V 


C 


G 


T 


D 


G 


K 


AGA 


GAT 
j 


GGG 
364 


GAT 


TTT 


ATC 
373 
# 


TGT 


CCT 


GAT 
382 
* 


TAT 


TAT 


GAA 
391 


GCT 


GTT 


TGT 

/Art 


GGC 


ACA 


GAT 
409 


GGG 


AAA 


T 


Y 


D 


N 


R 


C 


A 


L 


C 


A 


E 


N 


A 


K 


T 


G 


S 


Q 


I 


G 


ACA 


TAT 


GAC 
424 


AAC 


AGA 


TGT 
433 


GCA 


CTG 


TGT 
442 


GCT 


GAG 


AAT 
451 


GCG 


AAA 


ACC 
460 


GGG 


TCC 


CAA 
469 


ATT 


GGT 














+ 




















Repeat 2 
* 




V 


K 


S 


E 


G 


E 


C 


K 


S 


S 


N 


P 


E 


Q 


D 


V 


C 


S 


A 


F 


GTA 


AAA 


AGT 
484 


GAA 


GGG 


GAA 
493 


TGT 


AAG 


AGC 
502 


AGT 


AAT 
# 


CCA 
511 


GAG 


CAG 


GAT 
520 


GTA 


TGC 


AGT 
529 


GCT 


TTT 


R 


P 


F 


V 


R 


D 


G 


R 


L 


G 


C 


T 


R 


E 


N 


D 


P 


V 


L 


G 


CGG 


CCC 


TTT 
544 


GTT 


AGA 


GAT 
553 


GGA 


AGA 


CTT 
562 


GGA 
# 


TGC 


ACA 
571 


AGG 
* 


GAA 


AAT 
580 


GAT 


CCT 


GTT 
589 


CTT 


GGT 


P 


D 


G 


K 


T 


H 


G 


N 


K 


C 


A 


M 


C 


A 


E 


L 


F 


L 


K 


E 


CCT 


GAT 


GGG 
604 


AAG 


ACG 


CAT 
613 


GGC 


AAT 


AAG 
622 


TGT 


GCA 


ATG 
631 


TGT 


GCT 


GAG 
640 


CTG 


TTT 


TTA 
649 


AAA 


GAA 


A 


E 


N 


A 


K 


R 


E 


G 


E 


T 


R 


I 


R 


R 


N 


A 


E 


K 


D 


F 


GCT 


GAA 


AAT 
664 


GCC 


AAG 


CGA 
673 


GAG 


GGT 


GAA 
682 


ACT 


AGA 


ATT 
691 


CGA 


CGA 


AAT 
700 


GCT 


GAA 


AAG 
709 


GAT 


TTT 


Repeat 3 
* 


























# 












C 


K 


E 


Y 


E 


K 


Q 


V 


R 


N 


G 


R 


L 


F 


C 


T 


R 


E 


S 


D 


TGC 


AAG 


GAA 
724 


TAT 


GAA 


AAA 
733 


CAA 


GTG 


AGA 
742 


AAT 


GGA 


AGG 
751 


CTT 


TTT 
tf 


TGT 
760 


ACA 


CGG 
* 


GAG 
769 


AGT 


GAT 


P 


V 


R 


G 


P 


D 


G 


R 


M 


H 


G 


N 


K 


C 


A 


L 


C 


A 


E 


I 


CCA 


GTC 


CGT 
784 


GGC 


CCT 


GAC 
793 


GGC 


AGG 


ATG 
802 


CAT 


GGC 


AAC 
811 


AAA 


TGT 


GCC 
820 


CTG 


TGT 


GCT 
829 


GAA 


ATT 


F 


K 


R 


R 


F 


S 


E 


E 


N 


S 


K 


T 


D 


Q 


N 


L 


G 


K 


A 


E 


TTC 


AAG 


CGG 
844 


CGT 


TTT 


TCA 
853 


GAG 


GAA 


AAC 
862 


AGT 


AAA 


ACA 
871 


GAT 


CAA 


AAT 
880 


TTG 


GGA 


AAA 
889 


GCT 


GAA 


























Repeat 4 
* 














E 


K 


T 


K 


V 


K 


R 


E 


I 


V 


K 


L 


C 


S 


Q 


Y 


Q 


N 


Q 


A 


GAA 


AAA 


ACT 
904 


AAA 


GTT 


AAA 
913 


AGA 


GAA 


ATT 
922 


GTG 


AAA 


CTC 
931 


TGC 


AGT 


CAA 
940 


TAT 


CAA 


AAT 
949 


CAG 


GCA 



Serial No: 09/926, 820 

Croup No. 1653 /Conf. No. 8031 

Page 2 of 4 

Replacement Sheets 



2/4 

FIG. 1B 
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KNGI LFCTRENDPI RGPDGK 
AAG AAT GGA ATA CTT TTC TGT ACC AGA GAA AAT GAC CCT ATT CGT GGT CCA GAT GGG AAA 
964 973 982 991 10 00 1009 



MHGNLCSMCQVYFQAENEEK 
ATG CAT GGC AAC TTG TGT TCC ATG TGT CAA GTC TAC TTC CAA GCA GAA AAT GAA GAA AAG 
1024 1033 1042 10S1 1060 1069 



> HF 7665 

KKAEARARNKRjESGKAT S Y A 
AAA AAG GCT GAA GCA CGA GCT AGA AAC AAA AGA GAA TCT GGA AAA GCA ACC TCA TAT GCA 
1084 1093 1102 1111 1120 1129 

Repeat 5 

* . # 



ELCNEYRKLVRNGKLACTRE 
GAG CTT TGC AAT GAA TAT CGA AAG CTT GTG AGG AAC GGA AAA CTT GCT TGC ACC AGA GAG 

1144 1153 1162 1171 1180 1189 

# * 

NDPIQGPDGKVHGNTCSMCE 
AAC GAT CCT ATC CAG GGC CCA GAT GGG AAA GTG CAC GGC AAC ACC TGC TCC ATG TGT GAG 

1204 1213 1222 1231 1240 1249 

HF 7665 < 1 

VFFQAEEEEKKKKEGESRNjK 
GTC TTC TTC CAA GCA GAA GAA GAA GAA AAG AAA AAG AAG GAA GGC GAA TCA AGA AAC AAA 
1264 1273 1282 1291 1300 1309 

Repeat 6 



RQSKSTASFEELCSEYRKSR 
AGA CAA TCT AAG AGT ACA GCT TCC TTT GAG GAG TTG TGT AGT GAA TAC CGC AAA TCC AGG 

1324 1333 1342 1351 1360 1369 

# 

KNGRLFCTRENDPIQGPDGK 
AAA AAC GGA CGG CTT TTT TGC ACC AGA GAG AAT GAC CCC ATC CAG GGC CCA GAT GGG AAA 

1384 1393 1402 1411 1420 1429 
# * 

MHGNTCSMCEAFFQQEERAR 
ATG CAT GGC AAC ACC TGC TCC ATG TGT GAG GCC TTC TTT CAA CAA GAA GAA AGA GCA AGA 
1444 1453 1462 1471 1480 1489 
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AKAKREAAKEICS EFRDQVR 
GCA AAG GCT AAA AGA GAA GCT GCA AAG GAA ATC TGC AGT GAA TTT CGG GAC CAA GTG AGG 

1504 1513 1522 1531 1540 1549 

# 

NGTLICTREHNPVRGPDGKM 
AAT GGA ACA CTT ATA TGC ACC AGG GAG CAT AAT CCT GTC CGT GGA CCA GAT GGC AAA ATG 

1564 1573 1582 1591 1600 1609 
# * 

HGNKCAMCASVFKLEEEEKK 
CAT GGA AAC AAG TGT GCC ATG TGT GCC AGT GTG TTC AAA CTT GAA GAA GAA GAG AAG AAA 
1624 1633 1642 1651 1660 1669 

NDKEEKGKVEAEKVKREAVQ 
AAT GAT AAA GAA GAA AAA GGG AAA GTT GAG GCT GAA AAA GTT AAG AGA GAA GCA GTT CAG 
1684 1693 1702 1711 1720 1729 

Repeat 8 

* # 



ELCSEYRHYVRNGRLPCTRE 
GAG CTG TGC AGT GAA TAT CGT CAT TAT GTG AGG AAT GGA CGA CTC CCC TGT ACC AGA GAG 

1744 1753 1762 1771 1780 1789 

_# * 

NDPIEGLDGKIHGNTCSMCE 
AAT GAT CCT ATT GAG GGT CTA GAT GGG AAA ATC CAC GGC AAC ACC TGC TCC ATG TGT GAA 

1804 1813 1822 1831 1840 1849 

AFFQQEAKEKERAEPRAKVK 
GCC TTC TTC CAG CAA GAA GCA AAA GAA AAA GAA AGA GCT GAA CCC AGA GCA AAA GTC AAA 
1864 1873 1882 1891 1900 1909 
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AGA GAA GCT GAA AAG GAG ACA TGC GAT GAA TTT CGG AGA CTT TTG CAA AAT GGA AAA CTT 
1924 1933 1942 1951 1960 1969 

# __ 
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TTC TGC ACA AGA GAA AAT GAT CCT GTG CGT GGC CCA GAT GGC AAG ACC CAT GGC AAC AAG 
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CAMCKAVFQKENEERKRKE E 
TGT GCC ATG TGT AAG GCA GTC TTC CAG AAA GAA AAT GAG GAA AGA AAG AGG AAA GAA GAG 
2044 2053 2062 2071 2080 2089 



EDQRNAAGHGSSGGGGGNTQ 
GAA GAT CAG AGA AAT GCT GCA GGA CAT GGT TCC AGT GGT GGT GGA GGA GGA AAC ACT CAG 
2104 2113 2122 2131 2140 I 2149 
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FIG. 1D 
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The following sequence corrections have been performed: 

An additional A in position 2510 results in a frame shift which produces three additional 
inhibitor domains . 

Base were exchanged in ten different positions: 
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